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Eneboparatide acetate is an acetate salt of Eneboparatide consisting of 36 amino acid residues. Eneboparatide is a
synthetic peptide analog of human parathyroid hormone (hPTH) and human parathyroid hormone-related protein
(hPTHrP) corresponding to amino acid sequences of hPTH at positions 1-14, and hPTHrP at positions 15-36, whose
amino acid residues are substituted at 9 positions (S1A, S3A, N10Q, L11R, G12A, H14W, L18A, F22A, H26K).
Chemical name is as follows:
L-Alanyl-L-valyl-L-alanyl-L-o-glutamyl-L-isoleucyl-L-glutaminyl-L-leucyl-L-methionyl-L-histidyl-L-glutaminyl-L~
arginyl-L-alanyl-L-lysyl-L-tryptophyl-L-isoleucyl-L-glutaminyl-L-o-aspartyl-L-alanyl-L-arginyl-L-arginyl-L-arginyl-
L-alanyl-L-phenylalanyl-L-leucyl-L-histidyl-L-lysyl-L-leucyl-L-isoleucyl-L-alanyl-L-o-glutamyl-L-isoleucyl-L-

histidyl-L-threonyl-L-alanyl-L-a-glutamyl-L-isoleucine acetate
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Riliprubart is a recombinant anti-complement C1s monoclonal antibody whose complementarity-determining regions
are derived from mouse antibody and other regions are derived from human IgG4. In the H-chain, the amino acid
residues are substituted at 4 positions (S227P, L234E, M427L, N433S). Riliprubart is produced in CHO cells.
Riliprubart is a glycoprotein (molecular weight: ca. 148,000) composed of 2 H-chains (y4-chains) consisting of 446

amino acid residues each and 2 L-chains (k-chains) consisting of 218 amino acid residues each.
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Efzimfotase alfa is a recombinant fusion glycoprotein composed of a catalytic domain of human tissue non-specific
alkaline phosphatase at position 1-491, a hinge region from human 1gG2 at positions 492-498, a CH2 region from
human IgG2 at 499-607 and a CH3 region from human IgG4 at 608-714, in which 5 amino acid residues are deleted at
a position (ERKCC491-492del), the amino acid residues are substituted at 9 positions (E108M, N213Q, N286Q,
H535Q, F567Y, V5T6L,A597S, P598S, T606A), and 10 aspartic acid residues are added at the C terminus. Efzimfotase
alfa is produced in CHO cells. Efzimfotase alfa is a glycoprotein (molecular weight: ca. 177,000) composed of 2

subunits consisting of 724 amino acid residues each.
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Janalumab is a recombinant anti-B cell activating factor belonging to the tumor necrosis factor family (BAFF) receptor
monoclonal antibody derived from human IgGl. lanalumab is produced in GDP-6-deoxy-D-lyxo-4-hexulose
reductase-expressed CHO cells. Ianalumab is a glycoprotein (molecular weight: ca. 150,000) composed of 2 H-chains
(y1-chains) consisting of 454 amino acid residues each and 2 L-chains (k-chains) consisting of 215 amino acid residues

each.
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